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DNA typing of biological material has become one of the most powerful tools 
for personal identification and has gained worldwide acceptance since 1985. With 
recent advances in DNA typing, the UP-PACC DNA Analysis Laboratory was es
tablished to develop the national capability to respond to this growing need for ac
curate identification. One of the most common sources of DNA samples obtained 
from sexual assault cases is a mixture of seminal fluid and epithelial cells. To ini
tiate advancement in the investigation of such cases, this study was performed to 
assess the feasibility of current protocols in extracting DNA from such biological 
sources. These protocols on differential lysis were tested. A single mixture of fresh 
semen and epithelial cells was utilized for conformity in all the three protocols. 
After the DNA was extracted from the female and male fractions, it was amplified at 
STR locus HUMFOLP3 (HUMDHFRP2). Analysis of the amplified DNA showed 
complete separation of the two fractions. All three protocols were suitable for DNA 
extraction, however, use of the modified FBI protocols yielded higher amount of the 
needed substance (lOO~g/mL). Alleles were detected and the sources of the mixed 
stain were cnfirmed by matching the results with corresponding female and male 
blood donors. 

Keywords: seminal fluid wi epithelial cells, human identification, two-step differ
ential extraction procedures DNA typing, malelfemale fractions, dif
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Paralytic Shellfish Poisoning (PSP) toxins is a group of related neurotoxins 
derived from toxic single-cell planktonic organisms known as dinoflagellates. Mol
lusks infected with any of these organisms may cause food poisoning when ingested. 
Different bioassay techniques have been developed to determine toxicity levels of 
mollusks infected wth these dinoflagellates. Studies have also shown a relationship 
between toxic dinoflagellates and bacteria associated with them. In this study, toxic 
bacteria (Micrococcus sp). isolated from the toxic dinoflagellate Pyrodinium 
bahamense var. compressum was cultivated for production of PSP toxins. The tox
ins were extracted and identified using spot test and thin layer chromatographic 
(TLC)- Fluorometric method. Two different bioassay techniques were used to 
detemine toxicity levels of the extracted toxins. Using the mouse bioassay tech
nique, BALB/c mice were injected intraperitoneally with I mL of crude extract while 
in Artemia salina bioassay, 0.5 mL of the crude extract or its dilutions were added to 
four plates of saline medium containing 10 brine shrimps (A. salina nauplii) each. 
Toxicity levels for mouse and A. salina were measured in terms of mouse units and 
mortality rate, respectively. Spot test of the extract showed a retardation factor (Rf) 
of 0.79. Death did not ensue in mice and consequently, toxicity in terms of mouse 
units could be determined. In A. salina. addition of the crude toxin extracted to the 
medium resulted to mean mortalities of87.14%. Further dilution of the toxin extract 
to 100 folds resulted to mean mortalities of 43. 91 %. Further studies are being done 
to determine concentration and biological activity of the crude extract, as well as to 
develop a Lethal Dose 50 (LDso) for the A. salina bioassay. 

Keywords: paralytic shellfish poisoning toxins, spot test, thin layer chromatogra
phy-flourometry, retardation factor, intraperitoneal injection, bioassay, 
mouse unit, mean mortality, lethal dose 50, Artemia salina naup/ii 
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A polymerase chain reaction assay was used to amplifyh a l23-bp region of 
the IS 6110 insertion element, in which multiple copies occur n the mycobacterial 
genome, for the diagnosis of pulmonary tuberculosis. Sputum samples from pa
tients with clinical diagnosis of pulmonary tuberculosis, were evaluated by PCR. 
Results were compared with those obtained by microscopic examination of concen
trated smear stained with acid-fast-kinyoun stain, and radiometer (BACTEC) cul
ture. All smear and culture positive samples were PCR positive, indicating that PCR 
could be a good tool for the rapid diagnosis of mycobacterial infectious diseases. 

Keywords: polymerase chain reaction, Mycobacterium tuberculosis. IS 6110, in
sertion element, acid-fast. kinyoun stain, radiometric. BACTEC cul
ture. mycobacterial genome, infectious diseases 
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Microsatellite DNA are soft tandemly repeating polymorphic sequences dis
tributed throughout the human genome. Genetic variation of micro satellite loci have 
been studied extensively in many populations worldwide for phylogenetic analysis, 
genome mapping and I inkage analysis. and identity testing in the medical and foren
sic scienes. This study reports genetic variation in three Philippine enthnolinguistic 
populations based reports on allele frequencies at the HUMF 13AO I, HU MFESI 
FPS and HUMvW A STR loci. 
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Genomic DNA samples of consenting individuals from the Cebuano, Ilocano. 
and Pampango language groups were analyzed using polymerase chain reaction and 
automated fluorescence-based product detection. While all three Philippine popula
tions were found to share the most frequent alleles at these loci, interpopulational 
variation was observed on the frequency distribution of the other alleles. Compari
son with other Asia Pacific allele frequency data showed significant differences, 
indicating that these microsatellite loci applicability of the allele frequency data for 
forensic identity testing, calculations for ramdon-match probability, likelihood ra
tio, exclusion power of the loci, and power of paternity exclusion were perfonned. 
Values suggest that the data generated can be contributed to the national genetic 
database to be used as basis for forensic casework in the country. 

Keywords: human genetic variation, microsatellite DNA, Philippine populations 
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Hepatitis C virus (HCV) is recognized as the major etiologic agent of most 
cases of acute and chronic non-A, non-B liver diseases and infects around 1% of the 
general population worldwide. At least nine major genotypes have been documented 
and a significant number of data indicate that correlation exists between HCV geno
types with clinical course, virulence, and response to interferon therapy. This study 
aims to identify existing genotypes in the Filipino population by restriction endonu
clease cleavage of the RT -PCR amplified 5' non-coding region of the HCV genome. 
Renal transplant patients, blood donors, and patients undergoing hemodialysis and 
blood transfusion were included in the study if their serum was found reactive with 
anti-HCV by second generation EIA. RNA from serum was extracted and a reverse 
transcription RT-PCR was performed in a single tube assay using nested primers 
from the highly conserved 5' non-coding region of the HCV genome. Restriction 
digestion using (a)Rsal and Haelll, (b) Hinfl and Mval, and (c) ScrFI was carried out 
on secondary PCR products. After electrophoresis through a 3% agarose gel, re
striction patterns were determined by comparing digestion products with established 
genotypes. 
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Preliminary results show that out of29 serum samples reactive with anti-HCV 
by ELISA, 14 were confirmed positive by R T -PCR. Subsequent RFLP analysis of 
14 samples identified 12 as genotype I, 1 genotype 2 and 1 genotype 4. Our ongoing 
work is designed to correlate the identified HCV genotypes with the degree ofliver 
derangement, biochemically and histologically. 

Keywords: Hepatitis C. Virus, HCV genotypes, interferon therapy, restriction en
donuclease cleavage, R T -PCR, restriction digestion, restriction frag
ment length polymorphism, second generation EIA, single tube assay, 
nested primers 
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When affected by oncogenic cells, layers of the cervix exhibit changes in struc
ture and composition. Histochemical changes manifesting qualitative and quantita
tive alterations of cellular and extracellular glycoproteins may be detected using 
biotinylated probes. Histochemistry through probe-receptor-color reaction using lac
tose, mannose, N-acetylgalactosamine, N-acetylglucosamine. as well as hyaluronic 
acid and fucoidan allowed detection of receptor sites in the tissues obtained from 
Metro Manila hospitals. Cancer tissues showed greater affinity to lactose while nor
mal tissues showed positive reaction to man nose. Binding profile to the outer probes 
was highly variable. Lactose and mannose are feasible biomarkers for carcinoma 
and normal cervical tissues, respectively. 

Keywords: binding profile, cervical carcinoma, lactose, mannose, fucoidan, 
hyaluronic acid, N-acetylglucosamine, N-acetylgalactosamine 
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Although mortality due to thyroid cancer is not really high, very little is 
known about it except for its prevalence among Filipino women. Moreover, epide
miological studies of thyroid cancer in the Philippines reveal that incidence of the 
disease has been on the rise in the past decade. In its respect, thyroid tissues repre
senting 20 normal and 34 papilliary carcinomas were processed for histochemical 
staining using biotinylated concanavalin A, a mannose-specific lectin and six 
neoglycoproteins also biotinylated and conjugated to BSA-made histochemically 
inert. Localization of receptors to the probes was made possible by using peroxi
dase conjugated avidin-biotin complex and the chromogenic substrate DAB. Re
sults revealed that the probes, concanavalin A is a very promising histochemical 
marker for transformed thyroid. All of the normal specimens did not stain with the 
probe but nearly 60% of the thyroid papillary carcinoma were positive for con A 
receptors. Thus, mannose containing receptors, which are undetectable in normal 
thyroid gland epithelia, are expressed by cancerous epithelium. The signal becomes 
stronger in more advanced carcinomas. This information can be used for diagnostic 
purposes as well as in the development of therapeutic tools for thyroid cancer. 
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This study is the first report on the histopathology of breast tissues in Fili
pinos who have mutation in p53 gene. Patients from the Philippine General Hospital 
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(PGH), East Avenue Medical center, Veterans Memorial Medical Center were 
screened by the team from the Philippine Nuclear Research Institute for p53 muta
tions. Both qualitative and quantitative histopathologic parameters were identified 
and recorded. 

Analyses show that 86% of the Filipino patients have invasive ductal carci
noma, 6% have invasive globular carcinoma, 6% have phallodes tumor, and 2% 
have mucinous carcinoma. Ductal carcinoma exhibits nuclear features which are 
markedly different from those of Caucasians. These may be the ethnic-specific pro
file of Filipino patients. These histopathologic qualitative and quantitative param
eters are our original contribution to supplement the morphological routine in ma
lignancy grading. 

Keywords: breast cancer, p53 gene, histopathology, carcinoma, malignancy, 
grading 


